. MDS 2 -predicted motifs based on the 290 exosomal mRNAs identified in our in-house bovine milk sequencing data 6 Figure S6 . MDS 2 -predicted motifs based on the 37 exosomal microRNAs identified in our inhouse bovine milk sequencing data Figure S7 . Searching time for significant k-mers of length 2-5 bps (left) and 2-10 bps (right) showing the performance of the current approach versus an enumeration-based approach on significant k-mer search. The results show that the dimer graph takes less time than the other as the k increases.
Supplementary Table   Table S1 . Exosomal miRNAs in SW620 
